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Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.897, T max = 0.909 15167 measured reflections 2863 independent reflections 2035 reflections with I > 2(I) R int = 0.045 Refinement R[F 2 > 2(F 2 )] = 0.038 wR(F 2 ) = 0.098 S = 1.03 2863 reflections 175 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.21 e Å À3 Á min = À0.36 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. D-HZ acknowledges Qiqihar University for financial support.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: CI2943). (Küçükgüzel et al., 2003; Charkoudian et al., 2007; Avaji et al., 2009; Kümmerle et al., 2009; Raparti et al., 2009; Bayrak et al., 2009; Hearn et al., 2009 ). In the last few years, crystal structures of a number of hydrazone compounds have been reported (Fun et al., 2008; Lo & Ng, 2009; Ren, 2009; Zhang, 2009) . As a continuation of our work in this area (Liang & Zou, 2009 ), the author reports herein the crystal structure of the title new hydrazone compound.
Structure Reports Online
In the title molecule ( Fig. 1) , the dihedral angle between the two benzene rings is 79.7 (2)°. The molecule exists in an E configuration about the C═N bond. All bond lengths are within normal values and comparable to those obserbved in related hydrazone compounds (Wu, 2009; Peng & Hou, 2008; Mohd Lair et al., 2009 ).
In the crystal structure of the title compound, molecules are linked through intermolecular N-H···O hydrogen bonds (Table 1) , forming chains running along the b axis ( Fig. 2 ).
Experimental
Equimolar quantities (1.0 mmol each) of 2-chlorobenzaldehyde and 2-chlorobenzohydrazide were mixed and refluxed in methanol. The reaction mixture was cooled to room temperature to give a clear colourless solution. Colourless single crystals of the title compound were formed by slow evaporation of the solution in air.
Refinement
Atom H2 was located in a difference map and refined isotropically, with the N-H distance restrained to 0.90 (1) Å and U iso set at 0.08 Å 2 . Other H atoms were placed in calculated positions (C-H = 0.93 Å) and refined as riding with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.79500 (6) 0.47092 (7) 0.0413 (9) 0.0334 (9) 0.0288 (8) 0.0033 (7) 0.0049 (7) 0.0008 (7) N2 0.0447 (10) 0.0279 (8) 0.0297 (8) 0.0004 (7) 0.0066 (7) −0.0014 (7) O1 0.0614 (10) 0.0267 (7) 0.0452 (8) 0.0046 (7) 0.0093 (7) 0.0024 (6) 
